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[Abstract] Objective To investigate the relationship between miR-195 and its target protein CHEKI expression and prognosis
in NSCLC tissues.Methods The expression level of miR-195 in tissue samples was detected by QRT-PCR.Western blot was used
to detect the expression of miR—195’s targeted protein CHEK1.The differences in miR—195 and its targeted protein CHEK1 expres-
sion in NSCLC tissues and normal lung tissues were compared, and the relationship between miR-195 and its targeted protein
CHEK1 expression and clinical characteristics of NSCLC patients were analyzed. Results The relative expression level of miR-
195 in NSCLC tissues was lower than that in normal tissues (1=18.10,P<<0.05), and the targeted protein CHEK1 was higher than
that in normal tissues (1=41.97, P<0.05).The expression of miR—195 and its target protein CHEK1 were correlated with lymph
node metastasis and distant metastasis of disease stage, and the differences were statistically significant (1=12.40, 11.19; 11.95,
10.88;11.07,11.88, P<<0.05).The expressions of miR—195 and its target protein CHEK1 were not statistically related to gender,
age, and smoking history (1=1.97,0.78;0.56,0.02;1.90, 1.60, P>0.05).Conclusion The expressions of miR—195 and its targeted
protein CHEK1 are abnormal in NSCLC patients, and it is correlated with the clinical features of patients, which may be closely

related to the prognosis and survival of patients.
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RNA (microRNA , miR ) 7E Jifi i 19 & A= &k SR b R v,
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WLEE NSCLC A #5988 41 2 miR—-195 S HAE ) £ 1
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1 #R5HEE

1.1 %ok ¥EE20164E1 HE 2019 4E3 AT
M T N R EEBEAT FARYVIERAY 168 5l NSCLC &%
MZHLWRA . 168 1] 85 h 5Pk 102491 2o 66 1415
AEY 30 ~ 84 % FHAERR (51.34+8.20) % . [l ik
BRI T A Be 512 19 42 (5t 710 5283 A 1 5 il 2
ZUbRA . T A7 NSCLC &5 ¥4 58 4 1 I IR 58k o
Ji A BB S R

1.2 R SEM RNA SRBGR & s e silnl &
(B i tE AR YRR A BRA F AR ™) 5 PCR A
WA & (G RESG HRVEYHEARARA R A
77 s BB (H Bio ZE 28 R A ™) s SR BRI (FH
(L) S5 A BRA R A ) s Western Blot Kl
A& (BB RAEWHEARVF ™) .

1.3 ik

1.3.1  qRT-PCR J5i& K miR-195 #E 21 4Uhn A
(2R 7KFE SR FH Trizol 3R B9 #2.2 AY NSCLC
ZH 4R E B 2H U AS 19 RNA 38 5o 3906 5 53 e 5 1k
¢DNA, >R H SYBR Green ARG miR-195 fit) 3%
KK, NS IEHEH U6, KRS 3 k. 5195
SN 1, LEEE ARG, R 2-AACT 5 REM
H A3 R B AR ek

x1 51T

519 1975 5'—>3'
miR-195 AL 5'-ACACTCCAGCTGGGTAGCAGCACAGAAAT-3'

ik 5'-TGGTGTCGTGGAGTCG'-3'
U6 WL 5'- CTCGCTTCGGCAGCACA -3'

T 5'- AACGCTTCACGAATTTGCGT -3'
1.3.2 Western blot J5 i & M 2 2 #5 A b 22 (1 R2 IEWHLULNSCLC 44 H miR-195
CHEK1 335 B0l j 3 11y NSCLC 414U R 55 401 HH CHEKT HyR k0L
YURAS , 24 NI S AR IO M R (1, R Ay e, AU miR~-195 &1 CHEKI
Wedilee , FAE, #E1T SDS-PAGE HLIK ;9% 5 pwl & AL NSCLC 4141 4.01 + 1.06* 0.72 + 0.14*
520 pl SxE A FREZGERIR G 345] 5555 2.5 h, EH AL 727+ 191 0.21+0.07

BUR R 9 20 B, DL E 10% 4 i3 85 Y
TBST W E P 1 h, infedi A CHEK1 R ygREdiik,
WEE 1 h, TBST{E3 WK, =40, ¥ E 1 h, TBST ¥
3. EASKRMECH, THE A B, %
B FEENZE H N B-actin, K Biomad western 43
MHLH sh Wi s S, A E AR 3 k. SE5
SRR R 2-AACT B3 A B 3E PR A6 AR
Fikat,
1.4 Biit2p)5vE: R SPSS 22.0 4o 2 k4 ik
P, TR TORER AR bR 22 (ks ) o, ] L
R K56 B P<0.05 HEFAG I FE L,
2 #R
2.1 IF 4 20 41 J2 NSCLC 4 1 v miR-195 . & 14
CHEK1 By IE 7KL 3 2

% 2 7] L, NSCLC ZH 21/ miR-195 A% # ik
HBOEH AR, ¥ & 1 CHEK] Rk R Ew
AT (4r59=18.10.41.97, P11 <0.05) .

W HIER AL, P<0.05,

2.2 miR-195 F HA 7] £ 1 CHEK1 #3k 5 NSCLC
BE I AR BRI OC R L3R 3
30 0L, NSCLC % 1 ~ [T 4
miR-195 fXTFRkE & F I ~ IV, 1 8 H CHEK1
RF I ~ VIR 2R 35 (e 53 511=12.40 . 11.19, P ¥ <
0.05) ; A itk [ 45 5% 5% (1) NSCLC & # Jw 41 41
miR-195 FHXFFRILEAL T I A5 &, &
CHEKI1 #9235 & T Iok 57 B 2 (¢ 43 i1=11.95
10.88, P $<0.05) ; A i Ab 5 # 1 NSCLC 8R40
U miR 195 MHXT R JIR T ICm A% #
1 CHEK1 # 3R 35 & T o im b % # 35 (¢ 430l =
11.07.11.88, P <0.05) . AN[E R AEH ATk
I b B 2 2 1A ) miR—195 K H# ] 25 19 CHEK 1 26
KA, 2 ST it (e 41 511=1.97.0.78;
0.56.0.02;1.90.1.60,P3#1>0.05) .
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#3 miR-195 K HA H & H CHEK ik
5NSCLC B I AR BRI C 2R

IGAREHEERIE  n B CHEK1 X miR-195 FikKF

PE 5

5 102 0.73£0.16 3.75+1.32

L 66 0.67 +0.20 3.90+1.24
AR

=60 % 114 0.73+0.15 3.86+1.33

<60 % 54 0.75£0.11 3.86 +1.05
UL

H 90  0.74+0.13 3.96+1.13

¥ 76 0.70 +0.17 3.68 +1.12
Vig |

[ ~1 64  045%0.17 536 +1.28

Il ~ IV 104 0.86+0.26 3.23+1.05
WA

H 101 092+022 3.32+1.35

¥ 67  055+0.18 5.28 £0.99

H 60  0.88+0.20 3.40£1.17

¥ 108 0.56+0.13 5.76 £ 1.34
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CHEK 1 & A 387K -, X Hiliss 20 e 1) A W24 7 kit
T . FEFLIE R A s 93 25 i CHEKL
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RS ARG EE T 3k — 5. ARRBFSY LU R
F NSCLC 2 # 41 Z2UR IE #4121 miR-195 By % ik
K FEE T CHEK T 1Y 55 5, 45 R & 9 NSCLC 8 5%

ZH 24U miR-195 AHXT A S AL, MK 1 CHEK1 7%
IR

SRR AEHE Z2 2R 43 M RNASE I Jif e s L0 4
A TR G5 B A b i 7 A I R oy W S R R U
K miR-195 ANME 5 NSCLC 1 &R MEERS A 5%, ik
5 NSCLC [ 5 #H G, 52 NSCLC i 5 i 7
K, miR—-195 A {4 NSCLC P78 /- R 12 W | 1
JEVER B TR . ARRWFFEER X NSCLC 3
I ARGERE (Ife R RS TNM 4330 A5 Je ik B 4554 55 )
TEAb 557545 5 NSCLC 4121 miR—195 K HH i) 26
F CHEK1 Fak A et m b 25 R won T ~ 1
BRI 4P miR-195 AHX) SRk wm I ~ IV, i
B CHEKUL T ~ VI35 s B ik L 45
NSCLC 2 #Z A4 miR-195 X Rk KT
WKELZEERE 3 A 11 CHEK L A58 8 T oIk R 45
MR A I A RS 1 NSCLC BB 4H 40 h miR-
195 FXFF IR LT ICmAN B, i 8 1 CHEK1
B ik m T R im b # # # (P ¥ <0.05) . F B
NSCLC % 4H 40 miR—-195 M 4 6] 85 11 CHEK]1
Pk, 5 TNM 2030 A JCIk A5 5688 R b i
VIR, Al AR M s TNM 4330 Ik 855685
B FAR S . ARSI KB, AR 5 A
I AT TG o £ 22 [] ) miR—195 e Ho0 ) 85 1
CHEK1 Fik LG i12: 255

AR FEIRATAE— 2 Jry BRAE , R AT IR AR
i 55 56 0E miR—-195 A HA [n] 85 CHEK 1 A AHOC
T [ SOk At B R () AH DG B . E AR AT
o, B I I RARAS X miR—195 $1 5L PR K AH e Y
I HEA TR TR A S AL, Ry IR 04 I DR
I7 S W HE AT S AR .
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