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Association between CYP2C19 gene polymorphism and coronary heart disease in elderly of Han nationality in
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[Abstract] Objective To investigate the association between CYP2C19 gene polymorphism and coronary heart disease
(CHD) in elderly of Han nationality in Zhejiang. Methods The CYP2C19 genotypes of 210 patients with CHD and 206
cases of control were detected by using gene chip technology. The basic clinical data, laboratory results, polymorphisms
distribution of CYP2C19 were retrospectively analyzed. Results There were statistical differences in the genotypes and
frequencies of alleles of CYP2C19 between the two group (x’=10.53,6.48, P<0.05 ), and the frequencies of CYP2C19 *2 ,
CYP2C19 *3 in CHD group were higher than those in the controls (x’=15.36, 6.00, P<<0.05). Adjusting for traditional
cardiovascular factors including gender, age , BMI, hypertension, TC and LDL~-C, the logistic regression analysis showed that
the history of smoking, higher blood sugar, CYP2C19 *2, CYP2C19 *3 were significant risk factors of CHD (OR=1.90, 1.28,
2.80,3.57,P<0.05).Conclusion CYP2C19%*2 or CYP2C19*3 may be the independent risk factors of CHD. CYP2C19 gene
polymorphism can increase the risk of coronary heart disease in the elderly of Han nationality in Zhejiang.
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1.2.1  —MIE RGBS - TEAIC sk P A T 0T 4
(A GE.0 MUAE FE I R 3R L AR P 1 AR B Ak
i AHFEE (body mass index, BMI) WK B USC4A
JE (systolic  blood pressure, SBP) . &F 7K JE (diastolic
blood pressure,DBP) %5 H& IfiLb# G AH[E B (total cho-
lestrol, TC) fI%%% B g 25 1 M [E 5% (low  density lipo-
protein cholestrol, LDL-C) . H il = [ (triglyceride,
TG) . [A] I B 22 (homocysteine, Hey) | =8 C 2 i/
#E M (high sensitivity C reactive protein,hs—CRP),
122 CYP2C19 HEPAIAG TN - fil AT JH 7 K i 2 ml
Fie R OB A R W A= 7 8 R) 1 3
WP B 2l AL A 4 DNA, SR 5 #E4T PCR Y71 . 4%
CYP2C194 M43 1.2 5301 53 2 U JCHRI 19 0.2 ml JHAE
B B 19 Wl B L Wl R A LSl SRS
IREAS DNA W, TR AT BERT B0 4 45 A PCR
P I H T HVEATYHE:50°C 5 min,94°C 5 min,
94°C 25 5,48°C 405,72°C 30 5,35/ME4;72°C 5 min.
ACTRAF o SRJF HEAT ARS8, < s S R B AR 3 25
O 10 Wl A AR S G2 MOfIR AT s U180 wl 4258 %%
R, A 10 Wl PCRY™HE =9 1 F110 w4874 2
TRAT, IS SO A8 A B T S W A8 v s b e
T 3% 1A B LU, TR B, IR TR A L A
UM I, 10200 Wl AHT A T 2 By sl 2%
AP AR T, 150 200l i (08 3 RN A 4
ERTA N W = N LI LV A W=7 O S G L=
FTARSERRT o W A958R S GHE AT R 4
A6 TR TR R E

1.3 Giih2e ik SRAISPSS 22.0 WRGEHHR M T

Geitortr. TR B AR IEZE (x5 ) Ko, 2
] LR P o G s TR SR LA R, R A LR
H x* K5 ; 372K F Hardy—Weinberg - i AR,
TN AT R 5 O C R R ZH R lo-
gistic PIASMT . B P<0.05 NESA G AR L,

2 #R

2.1 bR SR HRZIG R TR} e I3 1
F1 RO G X BRI R TR L
BUIRE| SR (n=210)  XTHRZ (n=206)
(3 h 84.44 + 4.39 83.54 +4.76
B (%) 147(70.00) 155(75.30)
W AR /481 (%% ) 66(31.40) 66(27.20)
BMI/kg/m’ 23.63+ 3.76 23.46 + 13.60
SBP/mmHg 134.14 +20.35 132.43 +18.01
DBP/mmHg 69.07 + 11.68 71.51 +10.23
A /mmol/L 546+ 0.98 528+ 0.97
TC/mmol/L 440+ 097 408+ 1.04
LDL~C/mmol/L 242+ 074 206+ 0.83
TG/mmol/L 133+ 132 133+ 061
Hey/pumol/L 1542+ 7.04 1417+ 5.82
hs—CRP/mg/L 3.70+ 3.96 334+ 3.38

FH 2 LRI UL, P2 AHEME S R AR  BMIT,
SBP.DBP. [fi.# . TC .LDL-C TG .Hey . hs—CRP % [t
B, 22T ge i L (¢ 511=1.47 .0.90 ¢ 3=
0.06.0.74. 1.80. 3.14. 0.77. 0.04, 0.67. 0.67. 0.25,
3.78,P¥1>0.05).

22 GRS XA CYP2C19 LR 2 54 e
B WA CYP2C19 BRI AVI#ST & Hardy— Weinberg
A, DA AR R RN . e O AT
HEZH CYP2C 19 S5 PR S HE PRI AR 434 L 2.
Fz2 ORI IR CYP2C19 S5 BE A
B SE R BT A 151 (% )

FER 250 JEE LR X HEZH

RN CYP2C19%1 237(56.43) 301(73.06)
CYP2C19%2 143(34.05) 90(21.84)
CYP2C19%3 40( 9.52) 21( 5.10)

FHE P Y CYP2C19%1%*1 77(36.67) 118(57.28)
CYP2C19%1%2  55(26.19) 49(23.79)
CYP2C19%1%3 28(13.33) 16( 7.77)
CYP2C19#2%2  38(18.10) 18( 8.74)
CYP2C19%2%3 12( 5.71) 5( 2.42)
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S L (X =15.36..6.00, P <0.05) . EECaR4H
CYP2C19#2/#2 FEPRIRUIUR 5 T X B4, 22 S A G it
U (x’=7.82,P<0.05).
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& 9K JE | I8 . TC.LDL. TG . Hey . hsCRP, CYP2C19
PN EX (M= W e A S b |5 3 e S
logistic [1H , 5605 5 0 PR 2R 114) 22 R R AR A5 14— 30
1K logistic [FIH AT A5 5 W3 3.

R3S R 2 R AR ST 1932 logistic [21JA 734

= B SE Wald P OR 95%CI

WA R 0.64 0.19 11.60 <0.05 1.90 1.31~2.74
ik 0.25 0.08 9.51 <0.05 1.28 1.09 ~ 1.50
CYP2C19*2 1.03 0.19 28.32 <0.05 2.80 1.91 ~4.09
CYP2C19%3 1.27 0.32 16.23 <0.05 3.57 1.92 ~ 6.62

% 3 AT L, AL =N A AL Y [ AR A AR
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