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Association of HLA-DP gene rs3077 and rs9277535 polymorphisms with lung cancer in the Han population

FENG Kan, YU Xiaojun, LU Yong.Department of Chest Surgery, First Hospital Fuyang District,Fuyang 311400, china.

[Abstract] Objective To investigate the association between polymorphism of human leukocyte antigen (HLA) DP

gene and genetic susceptibility of lung cancer. Methods The genotypes of rs3077 and rs9277535 were detected by Taq-

Man—-MGB probe, and the relationship between different genotypes and the risk of lung cancer in new lung cancer pa-

tients and healthy controls was compared. Results The homozygous genotype AA of rs3077 and rs9277535 loci signifi-

cantly increased the risk of lung cancer (OR=1.84,1.91, P<0.05).The haplotype analysis showed that carriers of A—A

haplotype had higher risk of lung cancer (OR=1.40, P<<0.05).Compared with carriers of zero risk alleles, the risk of

lung cancer in carriers of risk alleles was increased significantly, and with the increasing of the number of risk alleles,

the risk of lung cancer showed a significant dose—response relationship (P trend=1.18x10™""). Conclusion HLA-DP

gene 1rs3077 and 1s9277535 loci can significantly increase the incidence of lung cancer. HLA-DP gene polymorphism is

associated with the risk of lung cancer in Chinese Han population.
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