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[Abstract] Objective To investigate the association between sperm DNA fragmentation and HSP9OAA1 gene polymor-
phism. Methods The sperm chromatin dispersion (SCD) method was used to detect sperm DNA fragmentation index
(DFI).Five selected SNPs in HSP9OAA1 gene (1510133307, rs10873531, 1s11547523, rs11621560, and rs7145597)
were genotyped using the Sequenom Massarray assay.According to sperm DFI, patients were divided into two groups:
DFI>22.75% group and DFI <22.75% group.The semen volume, sperm concentration, motility , and morphology were co-
mpared. The grenotype and allele frequencies between different DFI were compared. Results The semen volume of
DFI <22.75% group was significantly smaller than that of DFI>22.75% group (1=—2.06,P< 0.05).However, the sperm
concentration, motility and morphology in DFI <22.75% group were significantly higher than those in DFI>22.75%
group (1=—5.33,-7.47,-5.21, P<0.05).No significant differences of genotype and allele frequencies between DFI>

22.75% group and DFI <22.75% group were found
(x¥=0.74, 0.52, 0.32, 0.35, 0.28; 0.47, 0.21, 0.34,
0.14, 045, P>0.05). The three of the SNPs
(rs10133307, 157145597, and rs10873531) in
HSPAA1 formed a haplotype block (D’ 0.96 ~ 1.00).
There were three haplotypes (H1: AGA, H2: GAG,
and H3: AGG) in this haplotype block with the fre-
quencies of 74.42%, 18.46%,and 6.43%, respective-
ly. Conclusion The present study suggests that
HSP90AA1 five SNPs (rs10133307, rs10873531,

DOI:10.13558/j.cnki.issn1672-3686.2019.09.004

FATH WA HAARRERS (LY 17H040002) s WiVTA4 =
25 TR RH TR T H (2019KY363) ;5 # V145 & B Jir 3 4% & 330
(C11920D-04) ; WiiTAA DA RZ KA AA BT H

YEZ 072310016 WIVTHUHL, WiTT K2 B8 27 Bt s AR i e
P Bt I = A B S e s (BRESTARF ) 5 TN R R R 2 B S — =
Big A B S = v (G RIS ) 5 WIVTAR IR 4Rl e A A B B S U ==
(ZEhf)

WITAVEE . 2501, Email : likun_email@126.com



<782 - SREFGERSEE 201949 A 517455 9 Clinical Education of General Practice Sep.2019, Vol.17, No.9

1s11547523,rs11621560,and rs7145597) may not be associated with sperm DNA fragmentation.
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