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[Abstract] Objective To use bioinformatics methods to analyze gene data for major depressive disorder (MDD) and
Parkinson’s disease (PD) and identify common key genes between MDD and PD. Methods Gene datasets for MDD
and PD were obtained from the GEO database.Common differentially expressed genes were identified using GEO2R analy-
sis. Pathway enrichment analyses were conducted using Gene Ontology (GO) and the Kyoto Encyclopedia of Genes and
Genomes (KEGG) database. A protein—protein interaction (PPI) network was constructed to explore the common key
genes between MDD and PD.Candidate drugs were identified using the DGIdb database.A diagnostic model was estab-
lished , and the diagnostic value of the common key genes was evaluated using ROC curves. Results We identified
5 common key genes of MDD and PD: SNAP25, GABRBI , FSTL5 , CADPS and KCNIPI.These 5 genes have good diag-
nostic values in the two diseases.Based on these genes,we screened out 10 candidate drugs for simultaneous treatment of
MDD and PD. Conclusion The identification of these common key genes, the discovery of possible shared pathways
and the screening of drug candidates provide new targets for pathogenesis, diagnostic biomarkers and drug therapy of the
comorbidity of MDD and PD.
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